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Large proportion of the genome in higher eukaryotes  Published: 21 January 2014
does not code for proteins. This non-coding DNA is
emerging as key to the packaging of the genome in
form of chromatin, the functional form of genome, that doi:10.1186/1755-8166-7-S1-125
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regulation. It is clear that the packaging of the genome has

regulatory consequences. We, however, do not know what
the ‘packaging code’ of genome is, that allows as many
packaging options as the number of cell types in the
organism. What is clear is that packaging restricts enhan-
cers/silencers that are capable of functioning over long
distances, to interact with only appropriate promoters.
Boundary elements that define topologically independent
chromatin domains are expected to flank each gene or
gene complex that is differentially regulated. Using
comparative genomics, large scale mapping of epigenetic
modification and genetic approaches we identified a large
number of boundary elements by mapping epigenetic
chromatin features across the hox complexes of verte-
brates and use transgenic approaches to functionally
analyze them. We find that the regulatory elements that
are involved in the regulation genes by higher order
chromatin structure are conserved across species - from
flies to mouse. Finally, we use powerful genetic approaches
in Drosophila melanogaster to explore the epigenetic
mechanisms involved in the genomic packaging and
regulation of genes. Our findings highlight long-range
interactions involved in regulation of genes by means of « Convenient online submission
genomic packaging in cell type specific manner. We pro-
pose that accumulation of non-coding DNA, including at
least some of the repetitive elements, with the evolution of
complexity is then consequence of the regulatory function
embedded in this part of genome.

Submit your next manuscript to BioMed Central
and take full advantage of:

e Thorough peer review

¢ No space constraints or color figure charges

¢ Immediate publication on acceptance

¢ Inclusion in PubMed, CAS, Scopus and Google Scholar

* Research which is freely available for redistribution

Submit your manuscript at () -
Correspondence: mishra@ccmb.res.in www.biomedcentral.com/submit BioMed Central

CSIR-Center for Cellular and Molecular Biology, Hyderabad, India

© 2014 Mishra; licensee BioMed Central Ltd. This is an Open Access article distributed under the terms of the Creative Commons
- Attribution License (http://creativecommons.org/licenses/by/2.0), which permits unrestricted use, distribution, and reproduction in
( Blomed Central any medium, provided the original work is properly cited. The Creative Commons Public Domain Dedication waiver (http://
creativecommons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated.


mailto:mishra@ccmb.res.in
http://creativecommons.org/licenses/by/2.0
http://creativecommons.org/publicdomain/zero/1.0/
http://creativecommons.org/publicdomain/zero/1.0/

